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Abstract
Parkinson’s disease (PD) is the second most common neurodegenerative disorder after Alzheimer’s disease. Although the etiology of PD is not fully understood, several lines of evidence suggest that oxidative stress and neuroinflammation play important roles in the pathogenesis of PD. Phenolic compounds are widespread in vegetables and fruits and have gained interest as potential neuroprotective agents due to their antioxidant and anti-inflammatory activities. Herein, we aimed to explore the effects of apigenin, a naturally occurring flavonoid, on the expression of PD-related genes. SH-SY5Y human neuroblastoma cells were treated with a non-toxic dose of apigenin (1 μM) for 24 hours. After treatment, total RNA was isolated from apigenin-treated SH-SY5Y cells and converted to cDNA. The effects of apigenin on the expression of PD-related genes were evaluated using the RT² Profiler PCR array containing 84 genes related to PD along with 5 housekeeping genes. The PCR array analysis revealed that the expressions of 8 genes were altered by at least 1.3 fold between the control and apigenin treated groups. Six genes, namely DLK1, HTR2A, NR4A2, PARK2, SLC6A3 and TH, were upregulated and two genes, S100B and SV2B, were downregulated. Taken together, our results provide a basis for uncovering the molecular mechanisms underlying the protective effects of apigenin. 
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